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ANNEXURES

Annexure | Primer BLAST result by NCBI Primer tool

Input PCR template: NC_000017.11 Homo sapiens chromosome 17, GRCh38.p12
Primary Assembly

Range: 50640843 - 50641843

Specificity of primers: Primer pairs are specific to input template as no other targets

were found in selected database: Refseq MRNA (Organism limited to Homosapiens)

Search parameter name Search parameter value
Number of Blast hits analyzed 374292
Entrez query

Min total mismatches 2

Min 3' end mismatches 2
Defined 3' end region length 3
Mismatch threshold to ignore targets 6
Max target size 4000
Max number of Blast target sequences 50000
Blast E value 30000

Blast word size

Max candidate primer pairs 30
Min PCE. product size 70
Mazx PCE. product size 1000
Min Primer size 15
Opt Primer size 20
Max Primer size 25
Min Tm 57
Opt Tm 60
Max Tm 63
Max Tm difference 3
Bepeat filter AUTO
Low complexity filter Yes
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Graphical view of primer pairs

NC_000017.11 | Find:

b0 K B34, 100

0050

£,540,330

s

0 4 200 o0, 543,208 0 £, 400 50,511,580

-

w

(U] Primer pairs for job 2E6ThaX2yE wEVhgVQBEUiEbEWACCHE MAw

Priner 25 =| Priter | B
Friner = E ;
Friner 4 B &
F&.GAG,’B& |§G,Sr1&. (i EREd0, 500 |§G,§1l 3 EdE41,100 |§0_E41.200 £Q,641,208 |50,541.«100 £, EdL500 |§B.841.SGG £,

NC_000017.11: S1M..51M (13Kbp)
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